In the title compound, C 19 H 17 Cl 2 N 3 O 2 , the amide group is planar and, through N-HÁ Á ÁO hydrogen bonding to an adjoining molecule, forms dimers of the R 2 2 (10) type. As a result of steric repulsion, the amide group is rotated with respect to both the dichlorophenyl and 2,3-dihydro-1Hpyrazol-4-yl rings, making dihedral angles of 71.63 (11) and 57.93 (10) , respectively. The dihedral angle between the dichlorophenyl and 2,3-dihydro-1H-pyrazol-4-yl rings is 76.60 (10) while that between the 2,3-dihydro-1H-pyrazol-4yl and phenyl rings is 49.29 (7) . The crystal structure also features weak C-HÁ Á ÁO interactions.
Related literature
N-Substituted 2-arylacetamides are of interest because of their structural similarity to the lateral chain of natural benzylpenicillin, see: Mijin & Marinkovic (2006) ; Mijin et al. (2008) . For amides as ligands, see: Wu et al. (2008 Wu et al. ( , 2010 . For the structures of acetamide derivatives, see: Fun et al. (2011a Fun et al. ( ,b, 2012a . For a description of the Cambridge Structural Database, see: Allen (2002) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . Refinement R[F 2 > 2(F 2 )] = 0.062 wR(F 2 ) = 0.185 S = 1.05 3692 reflections 237 parameters H-atom parameters constrained Á max = 0.51 e Å À3 Á min = À0.62 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). (Mijin et al., 2006 (Mijin et al., , 2008 . Amides are also used as ligands due to their excellent coordination abilities (Wu et al., 2008 (Wu et al., , 2010 . Crystal structures of some acetamide derivatives viz., (2E)-1-(2,5-dimethoxy-
Experimental
acetamide (Fun et al., 2011a (Fun et al., ,b, 2012a have been reported. In view of the importance of amides we report herein the crystal structure of the title compound (I).
In the title compound, I, C 19 H 17 Cl 2 N 3 O 2 the amide group is planar and through N-H···O hydrogen bonding to an adjoining molecule forms dimers of the R 2 2 (10) type (Bernstein et al., 1995) . Due to steric repulsion the amide group is rotated with respect to both the dichlorophenyl and 2,3-dihydro-1H-pyrazol-4-yl rings with dihedral angles of 71.63 (11)° and 57.93 (10)° respectively. The dihedral angles between the three rings are 76.60 (10)° for the dichlorophenyl and 2,3dihydro-1H-pyrazol-4-yl rings and and 49.29 (7)° for the 2,3-dihydro-1H-pyrazol-4-yl and phenyl rings, respectively. In addition there are weak intermolecular C-H···O interactions. All other metrical prameters are in the normal ranges (Allen, 2002) .
Experimental 2,6-Dichlorophenylacetic acid (0.240 g, 1 mmol), 4-aminoantipyrine (0.203 g, 1 mmol) and 1-ethyl-3-(3-dimethylaminopropyl)-carbodiimide hydrochloride (1.0 g, 0.01 mol) were dissolved in dichloromethane (20 ml). The mixture was stirred in presence of triethylamine at 273 K for about 3 h. The contents were poured into 100 ml of ice-cold aqueous hydrochloric acid with stirring, which was extracted thrice with dichloromethane. Organic layer was washed with saturated NaHCO 3 solution and brine solution, dried and concentrated under reduced pressure to give the title compound (I). Single crystals were grown from methanol and acetone mixture (1:1) by the slow evaporation method (m.p.: 501-503 K).
Refinement
The H atoms were placed in calculated positions and refined in the riding mode: N-H = 0.88 Å, C-H = 0.95-0.99 Å with U iso (H) = 1.5U eq (C) for methyl H atoms and = 1.2U eq (O,C) for other H atoms.
Computing details
Data collection: CrysAlis PRO (Agilent, 2011) ; cell refinement: CrysAlis PRO (Agilent, 2011) ; data reduction: CrysAlis PRO (Agilent, 2011) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine supplementary materials sup-2 Acta Cryst. (2013). E69, o46-o47 structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) .
Figure 1
The molecular structure of the title molecule with the atom numbering. The displacement ellipsoids are drawn at the 30% probability level.
Figure 2
The crystal packing of the title compound, viewed along the a axis. Hydrogen bonds are shown as dashed lines -see Table 1 for details. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-(2,6-Dichlorophenyl)-N-(1,5-dimethyl-3-oxo-2-phenyl-2,3-dihydro-1H-pyrazol-4-yl)acetamide

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 0.60120 (7) 0.75806 (10) −0.05511 (9) 0.0942 (4) (7) 0.1062 (9) 0.0214 (6) −0.0073 (7) −0.0455 (7) Cl2 0.0517 (5) 0.0811 (6) 0.0699 (5) 0.0068 (4) 0.0073 (4) −0.0209 (4) O1 0.0335 (10) 0.0511 (11) 0.0600 (12) −0.0147 (8) 0.0014 (9) 0.0098 (9) O2 0.0220 (8) 0.0463 (10) 0.0477 (10) 0.0035 (7) 0.0085 (7) 0.0055 (8) 
